Snf2l is predominant in postmitotic PCs. (a) Wild type (WT) brain sagittal sections labeled with Snf2h (red) at the indicated ages. The cerebellum is shown in right panels. Cx, cortex; OB, olfactory bulb; Hipp, hippocampus; CPu, caudate putamen; Th, thalamus; CB, cerebellum; BS, brain stem. P = postnatal day. Scale bar, 500µm (left panels); 100µm (right panels). (b) WT cerebellar sections co-labeled with Snf2h (red) and NeuroD1 (green), a marker of neural lineages, at the indicated ages. Boxed areas are enlarged on right panels. Arrows denote Snf2h+, NeuroD1+ Purkinje cells (PCs), while asterisks and circles denote NeuroD1+, Snf2h+ granule cells (GCs) within the iEGL and the IGL. EGL, external granular layer; IGL, internal granular layer; o, outer; I, inner; PCL, Purkinje cell layer. Scale bar, 100 µm (left panels); 20µm (right panels). (c) WT cerebellar sections co-labeled with Snf2l (red) and Calbindin (green), a marker of PCs, at the indicated ages. Note that Snf2l is not expressed in PCs at P0, but in a distinct Calbindin+ cell lineage (circles), while that at P7 and P21 Snf2l is robustly expressed in PCs (arrows). Inset at P21 shows Snf2l channel only. Scale bar, 20μm. 
Supplementary Figure 3. PCP2-Cre efficacy to postmitotic PCs after ~P10. (a)
ROSA-STOP-EYFP reporter mice were bred to PCP2-Cre mice and co-labeled for Calbindin (green) and YFP (red) at the times indicated through the sagittal or transversal cerebellum. Scale bar, 200μm. (b,c) PCP2-Cre activity was assessed by generating Atrx cKO-PCP2 and Snf2h cKO-PCP2 mutant mice and cerebellar sections co-labeled for Calbindin (green) and Atrx (red); or Snf2h (red), where target deletion was exclusive to PCs by P30 (arrows). Asterisks denote Atrx-or Snf2h-null PCs. Scale bar, 50μm (b); 10μm (c). 
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